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Overview

Product
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c cGcGcCccTCGTTTTCTTG

T ¢CCATATO CGTTT CTZ CCATGS GTT CATCTGC
A G TAGGAAGACGTT CGTT CATTTSGTGG A

A CT GATIT CTGT

AAG CTTCTU CAGTT CGAAGTTT CATT CAAGG
C C A G A CCMAGUGGG GG ATCTCTTOCGGTAGTG A
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Product Overview 02

> BEANE
s FRER ) Hig g/
MEFAREE Hieff NGS® Ultima DNA Library Prep Kit for lllumina® 12199ES24/96 24[96T 678325563
ZHBRRTIE Hieff NGS® Ultima Pro DNA Library Prep Kit for llumina® 12201ES24/96 24[96T 7155/25955
SEEYLERRE  Hieff NGS® OnePot Il DNA Library Prep Kit for lllumina® 12204ES24/96 24[96T 7583/28663
SREBYLERE Hieff NGS® OnePot Pro DNA Library Prep Kit for lllumina 12205ES24/96 24/96T 8345/31555
PCRFree &  Hieff NGS® OnePot PCR-free DNA Library Prep Kit 12209ES24/96 24[96T 5375/18875
HEERRE Hieff NGS® Fast Tagment DNA Library Prep Kit for lllumina®  12206/7ES24/96  24/96T 6155/23855
Hieff NGS® Ultima Dual-Mode RNA
= . ) )
RNAZEE Library Prep Kit for lllumina 12252ES24/96 24[96T 9272[29772
. - i
mRNAZ Hieff NGS® Ultima Dual-mode mRNA 12301ES24/96  24/96T  9875/33875
Library Prep Kit for lllumina
DNA&RNAZtiERE Hieff NGS® DNA&RNA Library Co-Prep Kit for lllumina® 12299ES24/96 24[96T 7985/29985
Library Prep Kit for lllumina®
cut&tag
Hl.eff NGS® G-T'ype In-sm{ DNA Binding Profiling 12598ES12/48 12/48T 7855/28655
Library Prep Kit for lllumina®
BELEE Hieff NGS® Methyl-seq DNA library Prep kit 12210ES24/96 24[96T 11185/38685
> &L
-t FEREIR ) Fig Mg/
Rinigigsk g(i;f{/gGS‘D 96 Single Index Primers Kit for Illumina®, 12611/12612ES02 48x2T 1493
Wik Hieff NGS® 384 CDI Primer for lllumina, Set 1/2 12412/12413ES02 96x2T 2755
Hieff NGS® RNA 384 CDI Primer for lllumina® 12414/12415ES02 96x2T 2755
N Hieff NGS® Complete Adapter Kit for lllumina®, 12615/6/7/8 12x4/
e Set 1/2/3/4 ES04/16 I16T 1256/4536
TNbG#EL Hieff NGS® Tagment Index Kit for Illlumina® (96 Index) 12610ES96 96T 1365
N : ® : L ® 12404/12405/ 12x2T[96x2T/
UDIEL Hieff NGS® Stubby UDI Primer for lllumina 12406/12407ES01 19251T/3841T 1365
> i iBER
FEERR FRER B®"S f k] g/
® g g
mgmyyy  2xouper Canace Il Uracil High-Fidelity Mix 12620ES24/96  24/96T 723/1853
for Library Amplification
BERENXEYT 1 Hieff Canace® Pro Amplification Mix for NGS 12624ES24/96 24[96T 695/2135
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MGIF&EBRAER
> ZEHANZ
e AR ®"S b g/
MR Hieff NGS® Ultima HF DNA Library Prep Kit for MGI® 13310ES16/96 16/96T 4763[24563
EYi&ZE  Hieff NGS® OnePot Il DNA Library Prep Kit for MGI® 13321ES16/96 16/96T 5363/26563
SRNAZEE  Hieff NGS® Ultima Dual-Mode RNA Library Prep Kit for MGI® 13333ES24/96 24[96T 10335/31375
mRNAZE  Hieff NGS® Ultima Dual-mode mRNA Library Prep Kit for MGI® 13330ES24/96 24[96T 10335/31375
» BETRE
a3 FERER ®/S g Mg/
7Nt dr il Hieff NGS® Fast-Pace DNA Cyclization Kit for MGI® 13341ES16/96 16/96T 1853/9253
. Hieff NGS® Dual Barcode Fast-Pace™ DNA
7Nt dn il Cyclization Kit for MGI® 13340ES16/96 16/96T 1853/9253
. . 13360ES04- 8x4[16x4  643[1153/
= 3 ® ®
KiEL Hieff NGS® Complete Adapter Kit for MGI®, Set 1,2,3 133626504 96x4T 5383
> B EER
@R FRER ®/S g Mg/
MRNAZE, Hieff NGS® mRNA Isolation Master Kit 12603ES24/96 24/96T 616/2266
IS Hieff NGS® Dual-mode cDNA Synthesis Kit 12250ES24/96 24/96T 4885/16485
BN A ERAL Hieff® Smearase Pro 12917ES24/96 24/96T 1265/4865
Hieff NGS® Ultima Endprep Mix 12605ES24/96 24[96T 4233[14333
RIEIMIA
Hieff NGS® Fast-Pace End Repair/dA-Tailing Module 12608ES24/96 24[96T 2066/6166
. Hieff NGS® Ultima DNA Ligation Module 12604ES24/96 24/96T 3263/10863
Hieff NGS® Novel DNA Ligation Module 12626ES524/96 24/96T 3282/10882
> XY IBIER
a5 FERER 8BS g Mg/
XEY 18 2x Ultima HF Amplification Mix for MGI® 13344ES524/96 24/96T 492/1852




Product Overview 04

BEMEX &
> ESiF
fad o3 FRER ®"S g g/
FFPEZSIXH Hieff NGS® FFPE DNA Repair Reagent 12606ES24/96 24[96T 2253[7633
» rRNAZERR
25! FRER 'S A #fi&/7c
NP Hieff NGS® MaxUp rRNA Depletion Kit
rRNAZ (Human/Mouse/Rat) 12253ES08/24 8/24T 11363/37363
—ibEE R Hieff NGS® One-Step rRNA Removal Kit 12258ES/96 24/96T 11365/37365
(Human/Mouse/Rat)
FFPE#EZR Hieff NGS® MaxUp Human rRNA Depletion Kit 12257ES24/96 24/96T 12495/38765
rRNAZERR (rRNA & ITS/ETS)
HEYIrRNAK R Hieff NGS® MaxUp rRNA Depletion Kit (Plant) 12254ES08/24 8/24T 9863/18363
MErRNAXR Hieff NGS® MaxUp rRNA Depletion Kit (Bacteria) 12255E508/24 8/24T 9163/16763
rRNA £FR#R$t  Globin mRNA Depletion Probe (Human) 12806ES08/24 8/24T 285/725
» DNABH Bk
3] FREWR ®e A g/
) ® )
sEAMPure xp  ieff NGS® DNA selection Beads 12601ES56/75 60/450mL  6286/26186
(Superior Ampure XP alternative)
cfDNABLER Hieff NGS® cfDNA Clean Beads (100~200bp) 12599ES08/56 5/60mL 1666/9106
Smartert#ik Hieff NGS® Smarter DNA Clean beads (50bpliA_t) 12600ES56/75 60/450mL 7586/29886
» RNABEBR
a3 FREWR ®e A Mg/
S RNARER Hieff NGS® RNA Cleaner 12602ES56/75 60/450mL 4266/38566
MRNABEZR Hieff NGS® mRNA Isolation Master Kit 12603ES24/96 24[96T 616/2266
> QubitXEEE
3] FREMR ®e A Mg/
Qubitidt 7l dsDNA HS Assay Kit for Qubit® 12640ES60/76 100/500T 686/2696
QubitFuER 1xdsDNA HS Assay kit for Qubit® 12642ES60/76 100/500T 853/2983
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» QPCRXEEE

FEEER) FEERAR %S5 A g/
gPCRXEEE  Hieff NGS® Library Quantification Kit for lllumina®, gPCR Master Mix 12302ES05 500T 1526
gPCRiRfER Hieff NGS® Library Quantification Kit for lllumina®, DNA Standard 12307ES09 6x96puL 2126
> BRI

FEEER FERAER ®s HA &/
FERIKES Hieff® Smearase Pro 12917ES24/96 24/96T 1265/4865
T4 DNARSES T4 DNA polymerase 12901ES84 2KU 2313
T4 SRGZEBRYEE T4 polynucleotide Kinase 12902ES92 10KU 2313
—— Hieff® Novel T4 DNA Ligase 10298ES40 40KU 172

Fast T4 DNA ligase 10299ES40 40KU 983

Hieff Canace® Il High-Fidelity DNA Polymerase 10140ES60/76 100/500U 653/2453
e Hieff Canace® Il Uracil High-Fidelity DNA Polymerase 10144ES60/76 100/500U 393/1993
T REG Hifair® IV Reverse Transcriptase 11112ES92/93 10/50KU 1525/5425
RNABSHD I Murine RNase inhibitor 10603ES20/60 20/100KU 1695/7796
DNARSGHES | DNA polymerase | 12903ES90 5KU 1653
RNABSH RNase H 12906ES76/90 500/5000U 653/3653

MRNANITEES mRNA Vaccinia Capping Enzyme 10615ES84/92 2/10KU 3856/14856
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BEENFEAR, BHEAVFRANERMECR, RAEHRTHEZEANERE,
HEEMESEEN FHUFMANERE, HHTSEENF LENENSNTERRLR, AMOUUAEPRHE
MENZELINE, BERRUREZERMEEE, ERULURBEEFPNFEREEEFNCNTR, B TRENEER,

B2ENNFER.
. 25 Y
HuminaF&RRAR
HMEHNEE Hieff NGS® Ultima DNA Library Prep Kit for lllumina®(Cat#12199)
ZHPRTIE Hieff NGS® Ultima Pro DNA Library Prep Kit for lllumina® (Cat#12201)
DNA U Hieff NGS® OnePot Il DNA Library Prep Kit for lllumina® (Cat#12204)
2E R Hieff NGS® OnePot Pro DNA Library Prep Kit for lllumina (Cat#12205)
BEEERRE Hieff NGS® Fast Tagment DNA Library Prep Kit for lllumina® (Cat#12206/7)
PCR Free ZEfi#E  Hieff NGS® OnePot PCR-free DNA Library Prep Kit (Cat#12209)

RNA
BE

HEE

Wi
&%

B2E
1R

SRNAZE
mRNAZ E

DNA&RNALZ

cut&tag

RELEE

PEEESS

KigEsk
Tn53Esk
UDIEsL

MRNAZEL
R
B R BRI

ARIEIMDA

B 18
BREXET 1

Hieff NGS® Ultima Dual-Mode RNA Library Prep Kit for lllumina (Cat#12252)
Hieff NGS® Ultima Dual-mode mRNA Library Prep Kit for lllumina(Cat#12301)

Hieff NGS® DNA&RNA Library Co-Prep Kit for lllumina® (Cat#12299)

Hieff NGS® A-Type In-situ DNA Binding Profiling Library Prep Kit for lllumina® (Cat#12597)
Hieff NGS® G-Type In-situ DNA Binding Profiling Library Prep Kit for lllumina® (Cat#12598)

Hieff NGS® Methyl-seq DNA library Prep kit for lllumina® (Cat#12210)

Hieff NGS® 96 Single Index Primer Kit for lllumina® (Cat#12611-12612)
Hieff NGS® 384 CDI Primer for lllumina, Set 1/2 (Cat#12412)
Hieff NGS® RNA 384 CDI Primer for lllumina, Set1/ 2 (Cat#12413)

Hieff NGS® Complete Adapter Kit for lllumina,Set 1-4 (Cat#12615-12618)
Hieff NGS® Tagment Index Kit for lllumina® (96 Index)(Cat#12610)
Hieff NGS® Stubby UDI Primer for lllumina®(12/96/192/384Index)(Cat#12404/12405/12406/12407)

Hieff NGS® mRNA Isolation Master Kit (Cat#12603)
Hieff NGS® Dual-mode cDNA Synthesis Kit (Cat#12250)
Hieff® Smearase Il (Cat#12915)

Hieff NGS® Ultima Endprep Mix (Cat#12605)
Hieff NGS® Fast-Pace End Repair/dA-Tailing Module (Cat#12608)

Hieff NGS® Novel DNA Ligation Module (Cat#12626)
2xSuper Canace® Il Uracil High-Fidelity Mix for Library Amplification (Cat#12620)
Hieff Canace® Pro Amplification Mix for NGS (Cat#12624)
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MGIEESRRA R
DNA U E
ZEE EEYAREE

PCR Free BERRE
RNA SERNAZE
EZE mMRNAZ &
BE wMriRHE
fadl T

L

MRNAZi{L

R
- BBk

FKIE[MDA
1R

L

X EEY 1
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Hieff NGS® Ultima HF DNA Library Prep Kit for MGI® (Cat#13310)
Hieff NGS® OnePot Il DNA Library Prep Kit for MGI® (Cat#13321)
Hieff NGS® OnePot PCR-free DNA Library Prep Kit (Cat#12209)

Hieff NGS® Ultima Dual-Mode RNA Library Prep Kit for MGI® (Cat#13333)
Hieff NGS® Ultima Dual-mode mRNA Library Prep Kit for MGI®(Cat#13330)

Hieff NGS® Fast-Pace DNA Cyclization Kit for MGI® (Cat#13341)
Hieff NGS® Dual Barcode Fast-PaceTM DNA Cyclization Kit for MGI® (Cat#13340)

Hieff NGS® Complete Adapter Kit for MGl (Cat#13360/13361/13362)

Hieff NGS® mRNA Isolation Master Kit (Cat#12603)

Hieff NGS® Dual-mode cDNA Synthesis Kit (Cat#12250)

Hieff® Smearase Pro (Cat#12917)

Hieff NGS® Fast-Pace End Repair/dA-Tailing Module (Cat#12608)
Hieff NGS® Ultima DNA Ligation Module (Cat#12604)

Hieff NGS® Novel DNA Ligation Module® (Cat#112626)

2x Ultima HF Amplification Mix for MGI® (Cat#13344)

g8
iR

rRNA
&R

{7823

FFPEfEEIH

AIKEINE

ERRRE

=t
HE

DNABZR

RNA#BR

Qubit

gPCR

Hieff NGS® FFPE DNA Repair Reagent (Cat#12606)

Hieff NGS® MaxUp rRNA Depletion Kit (Human/Mouse/Rat) (Cat#12253)
Hieff NGS® MaxUp Human rRNA Depletion Kit (rRNA & ITS/ETS) (Cat#12257)
Hieff NGS® One-Step rRNA Removal Kit (Human/Mouse/Rat) (Cat#12258)

Globin mRNA Depletion Probe (Human) (Cat#12806)

Hieff NGS® MaxUp rRNA Depletion Kit (Plant) (Cat#12254)
Hieff NGS® MaxUp rRNA Depletion Kit (Bacteria)(Cat#12255)

ZRAMPure XP  Hieff NGS® DNA selection Beads (Superior Ampure XP alternative) (Cat#12601)
cfDNABEE Hieff NGS® cfDNA Clean Beads (100~200bp) (Cat#12599)
Smartert#zk Hieff NGS® Smarter DNA Clean beads (50bplA L) (Cat#12600)

SRNAH B Hieff NGS® RNA Cleaner (Cat#12602)
MRNA#FE  Hieff NGS® mRNA Isolation Master Kit (Cat#12603)

dsDNA HS assay kit for Qubit® (Cat#12640)
1xdsDNA HS Assay kit for Qubit® (Cat#12642)

Hieff NGS® Library Quantification Kit for lllumina®, gPCR Master Mix(Cat#12302)
Hieff NGS® Library Quantification Kit for lllumina®, DNA Standard(Cat#12307)
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Hifair® IV Reverse Transcriptase (Cat#11112)
Murine RNase Inhibitor (Cat#10603)

DNA Polymerase | (Cat#12903)
RNase H (Cat#12906)

Hieff® Smearase Pro(Cat#12917)
T4 DNA Polymerase (Cat#12901)
T4 polynucleotide Kinase (Cat#12902)

Hieff NGS® Ultima Endprep Mix (Cat#12605)
Hieff NGS® Fast-Pace End Repair/dA-Tailing Module (Cat#12608)

Fast T4 DNA Ligase (Cat#10299)
Hieff® Novel T4 DNA Ligase (Cat#10298)

Hieff Canace® Il High-Fidelity DNA Polymerase (Cat#10140)
Hieff Canace® Il Uracil High-Fidelity DNA Polymerase (Cat#10144)

Product Overview 08
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library
Preparation

2 ER =

c cGcGcCccTCGTTTTCTTG

ACT GATC CTGT

T CCATATO CGTTT CTZ CCAT GG GTT CATC CTGOC
A G T AGGAAGACGTT CGTT CATTTSGTGG A

AAG CTTC CTU CAGT T CGAAGTTT CATT CAAGG
C C A G A CCMAGUGGGUGACTCTTOCGGTA AUGTG A
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ZE A ZFor lllumina

I sussTEREDNAR ER AR

1. Hieff NGS® Ultima DNA Library Prep Kit for lllumina® (Cat#12199)
BERE, NMEFLSNERE

© ik

Hieff NGS® Ultima DNA Library Prep Kit2& X llumina®lFFE & EQHANF— K28 EDNARERNE, ArmRAS
FRENBEFAERMN, BHELEEAT, EXERUESTIBXEFEAERS, ERATHREHANERE, $§XFFPE. cfDNA# A
BRIERBHOXERS, BRBEOMIRTE,

@ FmiFR

> IREERAFFPE#A: REREBNFFPERAS T HREMRE

> ERA#AEEI: 500pg-Tug DNARARRRERE

b BERAMAEE: BECDNA, FFPEERNIEHAYIEREGREENNFRE
> MEEE: FRUNATEERANS. EaEmiRNE. ChiP-seqgE%

> BREMPER: WRMCOELEENER, BREEBRY EHER

> RERE: FEOHREEESREERE

© Fmil$E
1. RELERFFFPEEZAR: REREFFPEHAN EFE2K*RBAEN1-3E T
2] Yeasen M K {
1500 A

i 21 _—
EN
i
; N

| | [ ] . 0 o om om om o

FFPE DNA S1 FFPE DNA S2 FFPE DNA S3 FFPE DNA S4 FFPE DNAS5 A gm
EERIGE: 10ng; ¥IEERE: 10cycles ARREENFFPERAREXKE

ZERER: FHAEREEFFPERAZ (FFPE DNA S1-5) 2/, BEUlimaidF SR EE2KFTFIEN1-312, (DIN: DNA Integrity Number)
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2. SEARIE: AREREENEE2K*@E1-3E

354 [ Yeasen M Kk*
3 .

2.5
2

1.5

XEFE(Hg)

14
0.5
0-

iR Al RA CIDNA Horizon FFPE HD200 R RE

BERIBE: 10ng (cfDNA, BERMEY) . 50ng (AMKREELA, Horizon FFPE HD200) ; #i81&FEL: 10cycles
HRER: ERAAAREEARE, BRUmodREREFE2K-RFIEH1-312,

3. RN FRIE: ZERES THRERR

panel Input DNA (ng) PCRcycles 13Kl yields(ng)  #ABIRMEREI=(ng) post PCR cycles ##3K/E yields(ng)
kvES
Yeasen Eg:;z%?\; R r>\1<c T 60* 8 2973 750 14 397.5
- TO74V1
K (HD200) (944 1K) 60% 8 1296 750 14 375

Kit raw bases Duplication Target Coverage Reads capture Target effective bases capture 20% Xmean 50% Xmean 80% Xmean mean depth
(Gb) Rate(%) size rate(%) rate(%) bases(Gb) rate(%) depth coverage depth coverage depth coverage X coverage
Yeasen 4.780 50.531 944153 99.969 79.752 3.223 69.556 99.637 89.912 61.824 44.337
K* 4.734 52.581 944153 99.970 76.316 3.053 65.908 99.591 89.558 61.652 44.282
5 e—3'
3 e— ' ® A 3 o= === ==
, Coe , 5 ,
g =% 3 S b 3 a ®5 | Note: !
Input DNA Fragment Endprep/dA Tailing | Hieff NGS® Complete DNA Adapter for lllumina® |
| ® 5 Phosphate I
5 , ’ |
~ A 3 dA-Tail
& ¥ | X «= Inx, Index ‘
¥T—A—/ PS Inx P7 ‘ 7 '
A—T“ -p | 3 P5 Sequence |
, , - P7S
3 Adapter Ligation 5 Library Amplification \ eauence ‘
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2. Hieff NGS® Ultima Pro DNA Library Prep Kit for lllumina® (Cat#12201)
2HEBDNAZERFIE

© FmiEid

FrRRASRENBFEN, SUHBIERLERER, UIRAFET BRENSHREN, EERSXEFERURST BRE, TNA
FEMEMERA, FMEMERA, FFPE. cfDNA. ChIP DNAFHZR, EIHREGMRNFEHIE.

® FRIFR

> ERRAREEI: B38cfDNA, FFPEERBIFER ARG & X ENN FRE
> MEEE: FRINATEERANSF. EEfMKNE. ChiP-seq®

> BEmRRFAN: WRATHNELERNER, BSREMMNBERT BHE

> BRRE: RIS REERE

© FmiL%
(RN S

1. ZMGCIER, FRRABRET B, 122015K Y 1BMEE

_EE'J JPY 1 JPY 2 JPY 3 JPY 4 JPY 5 ) JPY7 JPY 8 JPY 9

10ng 10cycles 200ng é6cycles 500ng 4cycles

E.Coli RIM1 LN E.Coli R1M1 LN E.Coli RIM1

2.91ug 2.92 ug 2.82 ug 3.77 ug 3.39 ug 3.84 ug 2.69 ug 2.30 ug 2.99 ug

l_ 292ug  289ug  29lug 3.45 ug 33349 3.96ug 2.71ug 2.26 ug 2.83 g

2. WHRBMRENFRE

All Reads Level: All Reads GC Bias Plot

& 4+ Windows at GC%
© 12201
o K*
o V*
o T - K*
2 2
5 24 — Ab*
>
S — v
?
5 fN g ~ 12201
[=} -5
£ £
£ o ] 3 2
S =
2 % S
S ® c
s @ 2
=] @
: g
L o |
o w0
=R s
T T T T T T T T T
0 20 100 0 1 2 3 4 5 6

GC% of 100 base windows Error Map (%)
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2. REMM T AR 5@

) 0.2 Mean Depth  SNP Position
Raw Reads Raw GC (%) CleanReads Map Ratio(%) Dup (%) MappedBases Mean Depth Coverage (%) e (>1/% <5/%)
12201 34167698 50.02 31684132 99.40 23.71 8326491592 86.44 99.66 98.62 42677
K* 33238751 50.21 31117072 99.34 23.16 8315637616 86.39 99.64 98.69 56465
v* 30547736 49.77 28468011 99.34 24.64 8316211698 85.20 99.64 98.54 77173
Al Reats Lavel: All Reads GC Bins Plor Al Reads Lavel: All Reads GC Bias Plet
= o Hermaived Coveage - 2 7 ¢ Nermaized Coveage -2
= Windoes i G0% = Windoes M GC%
~ Base Cuaity af G0% - Bass Cuaity t GO
| |
E = il i - & b | - &
12201 E r g E (& !
2 3 -8 2 . s -8
ST i ™ ey [
= = | J
i ] i i he = i
[
2 “ I - 3 2 -2
g - .MUH‘I e — Y g - e s sl e &
] 0 0 L] ] -] o kol 20 L Lo -1
0% of K00 hane wndes F0Y% of 100 hiaaw windows.
ANl Reads Level: All Reads GC Bus Plot ANl Resds Level: All Reads GC Buas Plot
2 o ¢ Hormeized g o | = Hermeized Souwage Fg
= Winooes B GCN = Wnoses B GER
< Dmss vty gt GO | Base Cuaty gt 35
| | |
u oy
i gl s ! '_,.q - R g - L T iy - &
iy i
ki i “L" f " I-. i
! = Lérwdn,:u L g ! ? = : nuuwﬂﬁmh L & _!
: L . P . | 1
= | - o ow -
o - -] -
2 ] ow— .,Mﬂd'l"mih. m— S o e—— s -l‘-ll e [
T T T T T T T T T T T T
o 20 40 ] =0 100 0 ] &0 ] ] 10
B of 100 Bda winddan BE% of 100 b winde

B. 122015 K*AFIFEGC biasHEERIA—E
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e 3 ro - T T T T T T T T~ |
5 3 3 [ — S I Note. '
3 5 3 5 3 A ® 5 | Hieff NGS® Complete DNA Adapter for lllumina® |
ﬁ Input DNA Fragment Endprep/dA Tailing | ® 5 Phosphate |
113 5 ATt |
A 3 dA-Tail
w ‘ MI In, Ind ‘
5 3 «= Inx, Index
=] I
E ¥T—A—/ P5 I P7 | 3'/_ P5 Sequence |
A T N == P7 Sequence |
3 Adapter Ligation 5 Library Amplification ‘oo s

T L mumEONARERNS

1. Hieff NGS® OnePot Il DNA Library Prep Kit for lllumina® (Cat#12204)
ZRiEE, —EIE
©® Fmigik

Hieff NGS® OnePot Il DNA Library Prep Kit for lllumina® 2 3 lllumina® A FF &R &NETEDNARERFISREE
RENBFAR, EREBNESRRAEE, BIRRK, RRESMA—S TR, SRERE, EH500pg-1ug gDNAZcDNA
EEE, SIYFFPER ARG RENE.

© FmfFR

> BFSBES: TRATFFPE. cDNA. gDNAREARREREE > FRARRE: BTRNERK, ARYPSRASRIN
> RIEEE: FRURRES/MAGHA—FT M > REMHEE: RIRCCREFE

© it

1. BETREEY], BYIERRSBIINEEX, SHAKENRAELX

BE

Wom e 1w e e - s 0 e o] 3w e = am  am W A

-] LUTE ] ] 0 50 800 1006 B00S 15382 [
1. 800ng HEK293 gDNA, R EEEIEY[E%HE E2. RAERANEBHIHEK293 gDNA, 12minB§1iE B3 ARGCCEENABRERA, HEHBYNEKIE

i FrEEYSRIOERNR12601#Ek 4L, FHiBidBioAnalyzer 21001754,
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2. ERNFEE: FEGCEEHRK,

All Reads Level: All Reads GC Bias Plot

B—HERE

= MNormalized Coverage
= Windows at GC%

- Basa Cuality at GC%
-- Reads a1 GC%

e |

Mean base quality

T T
o Ful

&0

-m ______ IMH‘MWM

B0
GC% of 100 basa windows:

3. EFRTFFFPERARZE

4

e
T

All Reads Level: All Reads GC Bias Plot

20

Fraction of narmalized coverage
1.5

05
I

e |

3.75

All Reads Level:All Reads GC Bias Plot

= Mormalized Coverage - g 2 © Normalized Coverage - §
= Windows at GC% = Windows at GC%
- Basa Quality at GC% - Basa Quality at GC%
-- Reads a1 GC% -- Reads a1 GC%
- 8 2 - 8
[ bt :
L M“ bR [f'o, o G rm—3 | R
% P W J
. VRSN N———— .nrntﬂ'r”M H””h}n\.._..._.m | o R R mmﬂm]ﬂ“““”””lhh_,__, | o
s om  w w w o x e w  owm w
GC% of 100 basa windows GC% of 100 basa windows
B4. REIGCEERAN FIRIFIHEE L
(= HD200  FFPE1 FFPE2  FFPE 3
DIN{E 8.9 6.6 4.5 2.7

AR (1g)

HD200

Human gDNA

[ OnePot Il

FFPE1

1 OnePot II+Repair

FFPE2

B5. Input DNAEE A50ng, ¥ iBEHREN8

4. EEMMEREM AR HE

FFPE3

#7Z5: Horizon@HD200: The Quantitative Multiplex FFPE Reference Standard

Panel: IGT 944K Cancer Panel TO74V1

Chromosome Variant
7934 BRAF V600E
4911-q12 cKIT D816V
7p12 EGFR AETLS-
7p12 EGFR L858R
7p12 EGFR T790M
7p12 EGFR G719S
12p12.1 KRAS G13D
12p12.1 KRAS G12D
1p13.2 NRAS Q61K
3q926.3 PI3KCA H1047R
3q26.3 PI3KCA E545K

Expected Allelic

Original

base Frequency, %
A T 10.70%
A T 10.00%
CRoance - 1.90%
T G 2.80%
C T 0.90%
G A 24.50%
C T 15.00%
C T 6.30%
G T 12.50%
A G 17.50%
G A 8.80%

3E: *FFPE RepairfBA{ERZAATFFPE DNA Repair reagent(#12606)
BERENER
**HD200AHorizonA T HIFFPEFR S

#iM{E/OnePot,%  #iM{E/Enzymatics,%
11.7180617 10.0371747
9.798995 25.2446184
0.9146341 1.1053541
3.2357907 3.6181678
1.0137989 1.6100179
21.8106996 21.4709913
116261398 10.6679035
3.245283 4.0613718
10.7090465 121263395
14.9758454 15.7051282
9.798995 15.6359393

Mean base quality

* AeRTHRINERIIRSRER
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e — fT T T T T T
3 A =—p 5 Note:

DNA Fragmentation Endprep/dA Tailing

Input DNA

5 3 A 3 dA-Tail

AN _/ P5 Inx P7
A =
3 /_ Adapter Ligation 5 Library Amplification

/—A == Inx, Index
3

P5 Sequence

|
I
® 5 Phosphate I
I
I
I
I

== P7 Sequence

2. Hieff NGS® OnePot Pro DNA Library Prep Kit for lllumina® (Cat#12205)
IRRE
@ PR

Hieff NGS® OnePot Pro DNA Library Prep Kit for Hlumina®23lllumina®Si8El FFE & E W RigiTHEFH— KB
ERERANE., RASKRENRBAE, BRESFERE, BLRERE, AENSHXERKE, EATRANCNERES, X=
TELERNNRFREE, MESHRERE, BA T BN —HfREM,

@ FmiFR

> BRE R RSB RRITRTE
b R, RIREE/MA—S TR

> BREE, TERBNERERTE
> IEFATFFPE DNAREA

© @it
1.GC bios#ERER, H—HERE;

All Reads Level: All Reads GC Bias Plot All Reads Level: All Reads GC Bias Plot
2 - © Normalized Coverage -9 2 - © Normalized Coverage =3
Windows at GC% Windows at GC%
Base Quality at GC% - Base Quality at GC%

Fraction of normalized coverage
1.0
T
0
Mean base quality
Fraction of normalized coverage
1
|
T
20
Mean base quality

GC% of 100 base windows GC% of 100 base windows
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2. BN, RARIRIFIE;

Sapncs cwted wram o bee Toquercs codand aooes o bae
oE = e n i e TR —
= =
- - - - -
= .
=B HHE2HEREHEEEAEEEEEREE 1Bt =s88 8 888 8 8 & & &5 8 8 &
£ =4 — - - — —
Ll — —
a8 8 8 8 & B = = = 2 = = & 88 =  HHEEEENEEEEENEN.N o
el 1 L
- AE EEEEEEEESENENEN.
E amm
1S o I BN BN BN BN B BE BN BN B B B BN BR B BE BE | e . -
R R e s ek L N P 125458 T8 [0 D S o e DS RN S R DRLE IDGE e 18
Peaian iy read kgl Tt il (1]
12205 K*
3HEIERE
2 M NP
Raw Raw GC Coverage OD e'c:n PS“
Reads (%) %) ept osition
X Coverage (>1/% <5/%)
12205 33588501 50.62 28569353  99.30 2381 7717111292 82.52 99.66 98.51 48987
V* 30820045 50.06 26078087  99.28 2484 7698129901 82.89 99.65 98.28 84206
K* 42663894 5143 37639589  99.24 24.80 7685784248 78.29 99.67 98.56 61576
5 & T
[ VA ——— 5 [ f Nate 1
et OHA DL Fragmaniation Endprapidd Tading | bt b Commplete DA Adugtes for i |
: B & Phosphate :
¥
5 ¥ o - | - . A FdA-Tal |
L. T Inx A - i, i
A—T—\ - | ]/— P% Sacuence |
3 Adapier Ligen - Lienry ampiteman ' - PTSequnce |
\ /
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3. Hieff NGS® OnePot PCR-free DNA Library Prep Kit ® (Cat#12209)

© FmiEik

PCR Freei#ZE

Hieff NGS® OnePot PCR-free DNA Library Prep Kit ®>2 &I EEENFFEaHANF—RKBYEZREANE, ZF=&E
RASRENFBAE, ERENPVBEEEE, BRRUIESKE/MAEGZH—, ANBESELTEPCRY E, RANEKERT

fES R, BETHEMMRAE,

® FofER

> PENE: REEE, TENE

> BARRE(E: THRPCRYIBLE, LY IBEER, TAMK

> BEREIY: G0BRREETRNY G RFT

> REMFEEIE: B/ Duplicata reads, #Error Rote IR BB MEIERBR,

5 E —
= A —— ) 5 =
g DA DM Fengenentation Erndprapidi Tading

L) ¥
~; A_// BS irix BT

y — p—
/_ MWT Litenry Ampifention

 Note

il HGE* Complide DA Adapber for limin®

B & Prusphate
P Tail
' A Faa
,-/-ﬂ - I, g
¥ P Saquance
= PT Sequence
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2. Hieff NGS® Fast Tagment DNA Library Prep Kit for lllumina®
Cat#12206/12207 60-90mintBEE &

© FmiEik

A mRAMENEERERT, FRBMODNAR R, RiGESNELERRNSSREAN—SHENBRRY, EERETE
YEDNARR REHER X EMENFZEIOmin (Rping2fE, HETEEEOMIN) , HHFHRHE0ng, Ing@FME, o
RIESCIO B B HIEE,

®@ FRiFR

> RIE: BEEEENEDFI0mIN

b EfE: —SmR A RUF LR

> RERIFYE: NECCEENARENFRESHNRER
> EHERER: RIEIXFIng Input DNA

> ERERE: ReEEREFRERSHIRREN

© L
Fast Tagment KitBFARIGC &EHAEENF—REmEF T

Input 1ng DNA

All Reads Level:All Reads GC Bias Plot All Reads Level:All Reads GC Bias Plot All Reads Level:All Reads GC Bias Plot

S | © Normalized Coverage e 2 -{ © Normalized Coverage| e 2 { © Normalized Coverage! e
Windows at GC% Windows at GC% Windows at GC%
Base Qualty at GC% Base Quality at GC% Base Qualiy at GC%
-- Reads at GC% -- Reads at GC% -- Reads at GC%
I
v | I L o 0 | Lo v | Lo
P 8 g 8 g 8
& I\ g | | g
g & o z g | | z § z
H | E H I E H E
8 s 4 | s 8 Ed
S . L2 g HER | HER L g
: | g R H 5 | o e Wi s 5 2
s 58 s, : a8 i :
s | / § 0 s
\ 8 P
[ L o E o] E o] Lo
3 ® | 2 3 b 3 2
{ ‘ { |
o {
| ° | |
|
R Q- 3 e e Sw——" U 2 Lo
T T T T T T T T T T T T T T T T T T
0 20 40 60 80 100 o 20 40 60 80 100 0 20 40 60 80 100
GC*% of 100 base windows GG?% of 100 base windows GG% of 100 base windows
SERFIAFE(GC 34%) REHFE(GC 51%) TEEHAE(GC 65%)
NP1 3 &
B1. REIGCE BN F Rt EE
Input 50ng DNA
All Reads Level:All Reads GC Bias Plot All Reads Level:All Reads GC Bias Plot All Reads Level:All Reads GC Bias Plot
2 | © Normalized Coverage e 2 -{ © Normalized Coverage| -2 2 { © Normalized Coverage! 2
Windows at GC% Windows at GC% Windows at GC%
Base Quality at GC% Base Quality at GC% Base Quality at GC%
-- Reads at GC% -- Reads at GC% -- Reads at GC%
3
@ | 3 @ L g @ 2
8 2 8 P 8 g =2 8
S 3 3
g | g g
g 2 M 2
g | v e z 8 | B z g z
H I S5, ] H d El 3 ]
| s 5 < o ° & i |
g A o Lo 8 g £ - B A i Fe g [ ] g
H & @W . < s | S < s H
< o5 H < & o § < &
5 ° \ g 5 | g 5 g
< = € = € =
§ | \ £ | 5
5 3 o 3
g o o g P g
[ | S0 o [ I 9l Lo [ I o
R | 2 3 B S 2 B
x4 | s
| it | |
° | |
R I — R = —— U A— Pr——— ER °
T T T T T T T T T T T T T T T T T T
o 20 40 60 80 100 o 20 40 60 80 100 o 20 40 60 80 100
GC% of 100 base windows GC% of 100 base windows ‘GC% of 100 base windows
SEIRTFHAFE(GC 34%) KIFFFE(GC 51%) IEEATE(GC 65%)

E2. REGCEEH AN FiRiFEEE
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RRBNFRE
WEHEQI0ETION, HERENFNERT, BEEBERIFIINKT

Coverage depth (%) Quality(%)

Input DNA Species Coverage(%)

SRR 34 93.62 99.64 99.64 99.63 99.61 97.90 94.65
ng KtTE 50 99.01 100 99.99 99.99 99.99 97.79 94.22

EEHATE 65 94.20 99.61 98.58 95.98 93.47 97.21 92.59

SRR 34 94.00 99.64 99.64 99.63 99.60 98.13 95.25
50ng bNiLadE] 50 99.05 100 99.99 99.99 99.99 97.89 94.40

EEHAFE 65 93.81 99.99 99.94 99.55 98.77 96.59 91.68

Transposomes

Genomic DNA
& ) e
b [ 4
M = Ne—— e =
@ ~300 bp @ Tagmentation
= Rd1 SP Rd2 SP

P5
IndL Read 1 Sequencing Primer
o - p7

Read 2 Sequencing Primer Index1 Index2 Sequencing-Ready Fragment Index1
P7
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P rRNARERAIE

Hieff NGS® Ultima Dual-mode mRNA Library Prep Kit for lllumina

Cat#12301 Sy R Sara 2 RN AR B
@ FF@miEiR

AERETATFMRNAERAXEMRE, §cDNAZH#EK SEndprep. dA-tailingi#f7&H, RAMLGERZERERE, KASE
BERMAIZER, BOX-IBZOALEMRNAFRENOligo(dT)#Ek; BOX-IEEmRNAREBHIRF, RERRH, ENNERES
dscDNASRL, MUREEZERFNMAEIRA, RUNAEEHNBIIFEOREZHFNEERIE, KAERE LRIET XEMRE
MR EHIES Y,

@ FEREFR

> REEE: FB10ng-ugFiBEZEYERNA

> BESH: —HEMSARESH, TRTIENLEE

> BRITZ: REENSEERIEMRNAZE

b REMERHEE: BNURNARESRY, TREARNFHE

©® @il
1. R RIEFI TR
in Tl i i [
e p
/ Syl
.,_,._,_..,.:r’/ et BT

N E R R S =

E1. mRNARRHT &7 B /B X R 89X EECDNA R RSB,
PAUniversal Human Reference RNA(Agilent: 740000) 441,

3. XERBRERTE

HF RNA | Input RNA Lib Yield Clean Clean : :
LIRS DV200 | (ng/ul) cycles (ng/ul) Reads q30 (%) | GC (%) | RNA (%) |ITSIETS (%)

DV200 0.6X08X 94°C 7min 224 21541669 92.2051  40.71 3.47 0.1
70% 13 94°C 5min 31 22552530 924320 4376 243 012
DV200 e 0.6X.0.8X 94°C7min 294 2448172 9441 4368 0.46 001
53% 10 85°C 8min  3.92 2432889 9352 4519 0.23 001
DV200 e 0.6X08X 94°C 7min  3.02 2372634 9225 5564 6.25 2.95
24% 17 94°C5min 45 2608798 9268  57.05 458 242

YSEXM TN @R RREF8S, HEFBES, Mapping Rate B8, RRNAKBXE, SNEFIAIE, HARSEE, DupfEM8tiNeb(T.



5.

Meb-2 (TPUY

HiEF-HAXMS, BES—ME.

e s
A at .
o g e
g FE
2 E 2
B At = R 0.9500

s
e £
=3 =

1 (1] fL) bloe) (free ] ] 10 10 1000 00
5125522 (TP V5125523 TPM)
C— —
= .
: ] :
|
L L
- v p - = a = ¥ x
vl sl b i Tl [ —
Total RNA
;;nﬂ mRNA Capture/Fragmentation 1% Strand Synthesis
i ° -
o 5 ® Ay \\ - A / P5 Inx P7
£ ¥ A ®S5 J— N—— -

2 Strand Synthesis

3
&Endprep/dA-Tailing

Library Amplification
Adapter Ligation 5

5
B
P
]

10000

100 1000

10

Library Preparation 22

100 1000 0000
VSIS E (TPN)

Hieff NGS® Complete DNA Adapter for lllumina® |

5.
N—r

3

A

® 5 Phosphate I
A 3 dATail ‘

Inx, Index

P5 Sequence
== P7 Sequence
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ZEFEAMNE For MGI

I° sumsTEREONAR ER AR

Hieff NGS® Ultima DNA Library Prep Kit for MGI® (Cat#13310)
FEEDNAZERAE, BERAI"KESE"
© F~aEk

Hieff NGS® Ultima DNA Library Prep Kit for MGI® 2&#¥MGI®EEENFFEEEARHETRNF—RKBERINE, A
LHOARERE, FEERRASRENEZER, SUNIRERE, TEERSEREFNEEAZRSTEXE, BEZH
HARERYE, TRNRSEAFKRIFE, BHREGRFHNFEIE,

® FEiFR

> ERARAREET: fDNA. FFPEERBFIBR ARG R E
b MAEE: NRAT2ERANRSF. EEMKNE. ChiP-seq®
b MAWBRE: RSNERBSRT ERESRERE

> BERE: MEOHRRMESTRERRE

® Fail#®
1. 133102 ERFEERTARELR, O SRERE
Template 1ng—cfDNA 50ng—/I\Fi87E 10ng—FFPERB7E
EERH 13310 pogic] 13310 FTER 13310 YIER
Cycles 13 8 10
32.6 30.2 87.6 82.6 59.6 50.4
Concentration(ng/uL)
29.6 30.4 82.8 79.0 68.0 53.6
Average 31.1 30.3 85.2 80.8 63.8 52.0
Total (ng) 995.2 969.6 2726 2585 2041 1664

2. ER133102 R RS = RE LN FHIE

2EEANF (WGS) MFEHEE: MGISEQ-2000 High-throughput Sequencing Set (PE 150)
BA{SE: Human cell line N12878 BB MegaBOLT+GATK
RFE: Yeasen#lis VS MGl demo 20 YeasenSARERF, EMMILERS%EAdemotBLL, SNPERKR MR —, INDELERRUEAEES.
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Yeasen-#&E£1150ng MGI-demo
11 12 21 2-2
Raw bases (bp) 92238502500 86419274400 95887631200 95354400400
GC content (%) 41.19 41.16 41.55 41.56
Clean Q20 (%) 95.615 95.53 97.13 97.115
Clean Q30 (%) 86.475 86.285 89.915 89.925
Mapping rate (%) 99.42 99.41 99.36 99.33
Duplicate rate (%) 0.83 0.79 2.5 2.51
snp_Precision 0.9989 0.9987 0.9988 0.9986
snp_Sensitivity 0.9905 0.9918 0.9816 0.9854
snp_F-measure 0.9947 0.9952 0.9901 0.992
indel_Precision 0.9459 0.9431 0.932 0.9322
indel Sensitivity 0.9189 0.9105 0.8766 0.8759
indel_ F-measure 0.9322 0.9265 0.9034 0.9032
> 3'—35- ‘/ Note: |
= s s 5 ® A 3 Hieff NGS® Complete DNA Adapter for MGI® |
% el 3 =3 aA ®5 [
{’E Input DNA Fragment Endprep/dA Tailing | ® & Phosprhate :
~}2":‘ ‘ A 3 dA-Tail
E | ———— «= index I
P N A index 3’ . index | £\ Bottom/PCR-1 |
_A_T-u-5' \ w= PCR-2 |

I s rumroNARERNS

Hieff NGS® OnePot Il DNA Library Prep Kit for MGI® (Cat#13321)
AR ERAE, SIEsLN"—K"
© TR

Hieff NGS® OnePot Il DNA Library Prep Kit for MGI® 2% MGI®SEEFFEEE LR R FH— R ETEZE SR
2. SRENEEELR, ARRASRENRBAE, EHTEBNEEERE, AREATRERE, BHBRUERSRRKE
SEREZA—, RANRETEZENRBENKS, BNRSELEAREENE, EUFRIE, FREGCEENARERAE, HTIRE
HEBNFER,

® FRiFR

b REREE: HARBRERIELEE, —SRNTH

b SR ERALES: RIFIERIE, SEBRLEEEEE
> BAEEE: 500pg-1ug DNABEARSLHIRR EEE

> iEAEAREZ: ERADNA, £+KcDNA. FFPE DNAFEZAR
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© Fmit%
1 TR, BISRRASHYREEX, SEARBUIRAEBEX,

|

P o oy, G Lﬁ : ‘ P |
LSS U/ NL UL

T W o e e mm e C-E D 5 T T R AR 7 = WE Em  gm s s we gm

e

W

E1. 800ng HEK293 gDNA, RE S B BHE E2. RERAEHIHEK293 gDNA, 12minBgIiE B3 FEGCESENAHERA, HEESINERIE
*: FTEBYIEROERBE12601# kAL, FiEIBioAnalyzer 21001721

2. BRSEAEE, FRRAE, BN TSHERE

Template 500pg-/I\4 2ng-/IVF 100ng-/\ 5ng-FFPE 10ng-FFPE
2R IV R IV R IV TER IVEE XTER IVEE XIH8
Cycles 14 11 7 1 11
Concentration 44 4 17.5 17 16.6 114 93.8 22.6 17.3 34.0 31.2
(ng/uL)

Total(ng) 448 560 544 531.2 3648 30016 7232 5536 1088 998.4

3. IR E RS R REN FEE

2EEANRE (WGS) MR MGISEQ-2000 High-throughput Sequencing Set (PE 100)
HZAMER: Human cell line N12878 BUESHT: MegaBOLT+GATK
RFAE: YeosenBEIAVS Enzy* B81 10 YeasenBAREXFIEN LEnzy* BYIAEE, SNPESANIHEAEER, INDELERGUMEES,
Yea-50ng-E&1)) Enzy-50ng-E§])
3-1 3-2 4-1 4-2
Raw bases (bp) 109966280700 101567894100 90543565800 107930258600
GC content (%) 41.17 41.23 40.43 40.25
Clean Q20 (%) 98.205 98.315 98.405 98.36
Clean Q30 (%) 92.66 93.005 93.425 93.255
Mapping rate (%) 99.55 99.57 99.58 99.56
Duplicate rate (%) 2.49 2.8 2.32 2.63
snp_Precision 0.9988 0.9987 0.9975 0.9978
snp_Sensitivity 0.9905 0.988 0.9819 0.9839
snp_F-measure 0.9946 0.9933 0.9897 0.9908
indel Precision 0.913 0.9091 0.8888 0.89
indel Sensitivity 0.9026 0.8911 0.8477 0.8639
indel F-measure 0.9078 0.9 0.8678 0.8768
- === ===
5= 3 | Note: |
. 5 3 - 5 0 em—A 3’ - | Hieff NGS® Complete DNA Adapter for MGI® |
5 3 5 3 Aee———p ¥ i
Input DNA Fragment Endprep/dA Tailing | ® 5 Phosphate ‘
| A 3 dATail ‘
| ——— == index ‘
L index 3 index ™\ Bottom/PCR-1 |
e e— - — | D fmmeest
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I° nrNAzEEAE

Hieff NGS® Ultima Dual-mode mRNA LibraryPrep Kit for MGI®
Cat#13330 BRI SEESEMRNARE
@ FERER

Hieff NGS® Ultima Dual-mode mRNA LibraryPrep Kit for MGIZ§3MGI®EEEN 5F & M & HIERXMRNA EHE
ZidfE, $¥cDNAZ#ESM SEndprep. dA-tailingi#fTaH, MAMBRZENE, KASESWMEILER, BOX-IE9ZDT
AEAMRNAFRZEIOligo(dT)#Ek; BOX-IEBEmRNARBARF, RERRAH, EANESEREJScODNAGHE, URGEE
EmBNFRERA, RUNAERFSSE™ENRERFMNEERIE, RAEE LRIET XENMBNREENESH,

© @R

> EAHARES RE10ng-NFTEEZEMERNA

> RAEES: CSamSKEST, TRTAENEE
> BARERE: FSHNSEESEMRNARE

> RERE: BOTRIOSBRUENE, TRERENFRE

© Fmit$B
1. BEFER, BUEFEES, Mapping Rate 8%, RRNAZKEZR(E, SNEFLLHE, DupEMELEN*E,

HF RNA Input RNA Lib Yield Clean Raw Clean
SRRwS DV200 (ng/ul) cycles (ng/ul) Reads 930 (%) GC (%)

DV200 0.6X.0.8X 94°C 7min 1.83 4979448 93.84 42.25
70% 15 94°C 5min 8.82 7515786 93.76 4417

_ S 0 o 94°C 7min 3.04 4768571 94.2 43
53% 15 94°C 8min 10.6 7841649 94.05 45.26

2. XERNH, REELNEE, 1st cDNA GERBES

b 200011 7H_ S0Shyik Tl EADLX0E TN e

W N*1 mYS-1
B N*-2 mYS-2
1st cDia, Synihess Effiency. m N*-3 m YS-3

L] L}

o
¥R OY N B8

i
-
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3. BiREFHAEXMEE, BiEN—MEE

PR N - Capr
® o e % am -
-yt BN L - | @ VB
¢ i R
f - ;- &
i - = } -
B e I >
- - . = “ : - = = = o e
b s T R ———— il e et 5
. &
A A
Ve -
§ - o g g -
= Wt ~ -~ =
s
£ 81 : i8] i 8
= TR = Fe: 0.9900
ig 3¢ '3
= = =
1 10 100 oo 10000 1 10 100 WO 10000
Y51 2521 (TEAN ¥5-1 22622 (TEM1) V5122623 (TEM1)
Total RMNA
— - Haef NGS* Compirie DA Adapler for BT
E mirA, CaplunsFragmentation T SAnand SyRIeSt {5 Phosphate
1,E ™ A
i —— =
= 5 @ A £ BEonFTR
= VA E PO o W e el - PR
e — e
SEnciprep/it.Tailng

<=

Hieff NGS® Fast-Pace™ DNA Cyclization Kit for MGI® (Cat#13341)




@ FmER
> EAEE: RETREFEENE (WKAPA, £XF)
> BRIRERE: ThBUEIRME, 4% EDNBHIE

©® Fmit%

1. rizeERERE

IngNFMIBREEMEDNA, ERTELRRNRELAR, H3
BREAFUENZSHERCHNR,

SERET: RIFUENZRAEARCENEZNEES, DA
BIHzHFEREE,

60.00%

50.00%

40.00%

30.00%

20.00%

10.00%

0.00%

MG* Kap* Va* Yeasen

| mMG* Yeasen

i ReESTE

m
E

BXER

Library Preparation

b RUHES: IDNARKEZE>30%, HEHFAR>40%
> RERE: PEOHREESRERERE

2. SRBIFRLRE

REFAERETHeff NGS® Ultima DNA Library Prep Kit for
MGI® (13310) , PBIBEEAFIPZORLATE,

HZRER: RANEFRORUCEERELREEXFENRUN

=FH

60.00%
50.00% —— ——— ——— —
40.00% —
30.00% —
20.00% —
10.00% —

0.00%

FHRFE RIHE TEEATE N A
| mMG* Yeasen

PHENE

28



29 NGS Library Preparation

Sample

Processing

LR

c ccGcGccTCGTTTTCTTG

A CT GATT CTGT

T ¢CCATATO CGTTT CTI CCATGS GTT CATZCTGC
A G T AGGAAGACGTT CGTT CATTTSGTGG A

AAG CTTT CTU CAGTT CGAAGTTT CATT CAAGSG
C C A G A CCMAGUGGG GG ACTCTTOCGGTA AUGTG A
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<=

Hieff NGS® FFPE DNA Repair Reagent (Cat#12606)

®

®
BRES: RBREENIR(GFFPEER, o aEE #EME: EERATRIZELRNE, INZRKAHEURSEHERBENE
BAE[: tlf8E5ng - Tug Fragmented FFPE DNA BE: ™ENitxEtEE SR ENRE

®

BREE, BRE
1. REFFPERAMEE Z /B3I M AR FE IR

FFPERE 232 ST
4375 377
35 ] 342 = (=N HD200  FFPE1 FFPE 2 FFPE 3
8] ] DINE 8.9 6.6 4.5 2.7
’:ac 25 — B
@ 2| 1 2 +:85
ﬁ B s I B ) 1.26
11— I— | | _— | | _— | |
R s & == & = R P
0 Human gDNA HD200 FFPE1 FFPE2 FFPE3
OnePot Il OnePot IlI+Repair

iE: Input DNAEEA50ng, ¥ iBEHE A8
(bp))

2. REEAR, FAERAE, B8, EAREEIIN X MEZEERR

BEAR M EH+eg* B EHl+eg* Bl M
Input DNA(hg) 100 100 75 75 100 100 700
Bt Emin 4 4 6 6 13 13 500
Cycles 12 12 12 12 7 7 -
XERE(nglL) 283 47 37 68 110 14
X B (ug) 0.9 15 118 2.18 352 3.65
%
% z';f’,E L‘ﬁ’A DNA Bead(1.8X) Wash Beads 2::: ::::;’:

E
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T rnazp

Hieff NGS® MaxUp rRNA Depletion Kit (Human/Mouse/Rat) (Cat#12253)

BRER, FREE ER AR
© FmiEik

Hieff NGS® MaxUp rRNA Depletion Kit (Human/Mouse/Rat)fIFiIRNase HiEi{biEERA . IME. KESRNAREZIES
RNALMREBEERNA (MRNA) FIEHEIEHBRNA, ZrRNAXREFRSHRNAZRAN TR FSEENFSHFTrmRNAFIIEGRS
RNA, TRZERSNFERPEREIRLLE, thTAFcDNASHKEEE TR,

© FmER

> BREER: BRERA. KR, NEBRNA, EREAE

> BAE: AEEEEFRIIEEYUER (100ng-Tug SRNAR @)

> REME: ERTTENIOMEMERNA (JOFFPE RNA) &

> HESHTHRER: RESPRNAXEFISENZ, WA T ODNASRIEE TIENAE

©® F@miLE
1. FESRNAERBERS 2. FFPE#ZARrRNAZE R
ET3318S. 28S. 5.8SFILAAIRNA 12S, 16SHBIRMERYER, HEERER, LG EHIFFPE RNAREAIIREEMARIRNA (B F1%HEMRE)
30
25 08
07
20 06
- W RER §\;; 05
15
© " ERE 8 o4
Z 0.
0 z 03
0.2
3
5
0 1 500ng 200ng 100ng
0 - EInE
18s 28s 12s 16s 5.8s Actin
El. FA gPCR Xt EBREIS rRNA ERF] mRNA ERBICHEZ L Bl /NFFFPE RNAREZ, KERrRNAGEE, MFFIRSIRNAR B %z
Total RNA FEEREDNA REHRNAD FRRES
e TRNA —— . —
- _ T 7T LHDNAREE
;i e — — —
3
n
= RNaseH##HR3HRNA (rRNA) DNase IFf#DNA #R§t rRNAZERZHIRNA
—_— e T -
- - = —_— - N <
—_—— — ~ —— e — =) - e =)
- N
- - 7 = FrRNABIRNAR S 5
——
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9= Az

2. Hieff NGS MaxUp Human rRNA Depletion Kit (rRNA & ITS/ETS)
Cat#12257 EREFFPERAREFEE

© FmiEik

Hieff NGS® MaxUp Human rRNA Depletion Kit (rRNA & ITS/ETS) FIFRNase HiE#EERARSRNAREIZIEERNA
F045S ITS/ETSKELAREEERNA (MRNA) FIHEIESHBRNA, TR EMEIEZRNA (IFFPE RNA) BAEGREF
BIrRNAXEBRMER . BFRHBOFFPERBRELLHBEHAAREREESERSLUHAMITS/ETS, ZiXFZHEELCat#122531800°7
Human 45S ITS/ETSKFRRE, EZAFEEREUEERSNVFERPEREIELLS,

© FmiFs

> BRER: BRERA, KR, NEFEYISRIRERNA > BAEE: ERATEHOATERMBERNA, EHTFFFPEEAK
> ERIESEE: 100ng-1ug S RNAE & > BREEE: 202 <2h, FTEEITE <10min

© FmitH

EFRERNAKZ (RFFPE RNA) SRR

rRNARITS/ETSELR) (%)

m
L]

5%
50

a0
1=
a0
%
20

13
1 I
]
o - - — -—

RMAR) TTEETEY) rRMA) TTSETSM) (RNA[M) ITS/ETE%} (RMAY) ITS/ETS(%)
T85T RNA; RIN=10 FFPE HNA; DVIN0 =31 FFPE ENA; DNWID0 =51 FFPE RMA. DV I00=20"%

R rRNA @ HErNARITSETS

Total RNA HEBHEDNA REFIRNAD FRRES
—— IRNA e

- _ T SHDNARE
ﬁ e — — —
1
i

= |
£ RNaseHFEE#ZEIRNA (rRNA) DNase IF#fDNA ix§t rRNAEFRGEIRNA
= ~
—_— ~ - - ~
—_ ~
- 7 =0 FrRNABIRNARE S



33 NGS Library Preparation

Quantification

Library

X FE E

c ccGcGcCccTCGTTTTCTTG

A CT GATIT CTGT

T ¢CCATATO CGTTT CTI CCATGS GTT CATC CTGC
A G T AGGAAGACGTT CGTT CATTTSGTGG A

AAG CTTC CTU CAGTT CGAAGTTTCATT CAAGSG
C C A G A CCMAGUG GGG ACTCTTOCGGTAUGTG A
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T runxees

1. dsDNA HS Assay Kit for Qubit® (Cat#12640)
SminfiEEdsDNA
© ~@miER

dsDNA Assay Kit for Qubit®2YeasenEMHA KNI EITHFQubit®SRLINE LMY EIHFE, ZitEE0.2-100ng, B
{E727EssDNA, RNAS; B FiZEHE, BoLUERHENRNIdsDNA, BEMZRERENEERK, ¥, HEHNSZTRM,

® FFEiFR
> BE: TRERAREEE, IHRBRIE—H b O SR RENRE/N, BEREIEI0%AARREZER/N
> RE: 0.2-100nglIHEAR, #EEERTES > RBRE: PEIREMRE SR EERE
©® FaRitE
1T
WdsDNARB B EEZEME, REZRNAFISsSDNA,
100 - ) ///:J\\
80 - "/
_ /
i
fﬂi e -
® o] e
e
20 4 w’;{f
pd - E1. dsDNA Assay Kit for Qubit® I ZXIDNARIERE, HHEM ADNA,
01 + + * T e E. coli RNALARDNA+RNA 1158841, SMUE3IMET, CV<2%,
FRAEMEDNA/RNA(nG)

2. REERS. EHES
KHAFI R EREREASDNAREZ0.2-100nglIF AR, BEREECKRERXE (0-ng) HBREXKBEEERTE,

1004 MW YeasenifllE{E 2 B YeasenilE{# =
—O—#rfhk W T RREEE
107 —o- stz

=)
S
1

2 5
% 60 - g
5 g
= 404 =
2. dsDNA Assay Kit for Qubit®
20 MR,
HRERNER,

T T T 0.0 T T T T
0 20 40 60 80 100 0.0 02 04 0.6 0.8 1.0 12

AREEDNA(ng) #REEDNA(ng)

k BPIMEHINFET, CV<5%,
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3. ISREEN R
RKARNBNAETEESRESRMNERDEREJSDNA, SRERANE, BWECV<5%, BEE0%UR, RUTSRNIN, RAFIREUTMZ2%RIERE,
200mMESERSR, 200mMBEERTR, 2%FER, 4%RUHESHRY (10uLER) .

HIE(10uLESR) MiRERE BHE (CV%)
YTER (R nimI4m) / 9.213 0.54% /
NaCl 200mM 9.080 1.65% -0.8%
MgCI2 40mM 8.653 1.21% -5.5%
TritionX-100 0.02% 8.947 1.28% -2.3%
BSA 400pg/mL 9.120 1.43% -0.4%
B 20% 9.373 0.53% 2.3%
PEG 20% 9.733 1.36% 6.25%
dNTPs 2uM 9.133 2.18% -0.29%
4. FRIARE
FRPRAASV R, LifedfMARNEERARFRREH TUZNELR, SR8~ BXFRNREMERF, WHERSRERETE—,
TREMEAN R AR
25 1000
210
| 900
205 800 \
200 00 R\ B Sciencelife
:; 19.5 :’; 60.0 \\ W VR
%'_’ 19.0 % 50.0 \\ M Yeasen
§ 185 é :2.2 \\
180 !
175 200 \
100
17.0 —
00 ‘ ‘ ‘ ‘ ‘ ‘
hal 5 10 15 20 30 60 120 180 ! 2 ¢ ¢ 1 - o
B4 78] (min) WREH X
EI3. dsDNA Assay Kit for Qubit® REE B AIF AREHBREN TR ELER,
e - e -
m [ U
NI INHTARR A2 3RS
N N 10pL — 1-20pL \1-20pL \\ 1-20pL - " 5
10pL M E N0, M \ u \ “\ BAGFFF200UL RS 2min

L

I
I
I
I
I
I
I
I
I
/
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2. 1xdsDNA HS Assay Kit for Qubit® (Cat#12642)
BB FESdsDNA
©®© gk
ETdsDNA HS Assay Kit for Qubit® i IZH & E1xdsDNA HS Assay Kit for Qubit®, B—EIBEBQuUbItTER,

BEEHRASISRENRERNMABRAIER, BENMMERFIEIERSHNEFEINTELQubIt® RIS EHEAR
RE, ERERE,

(OFadti=
> EE: ERIER, TERE b BRE: SOLESIHFE3h, 1FRERMN
> RE: AXFERE, EHEE

® FmiLE
BiRREN, RIEESERNE
278 4A7™B
12.00 12.00
10.00 y=1.037x-0.3467 ) 10.00 y=0.9993x-0.2273 °
R?=0.9978 R?=0.9991
- 8.00 . - 8.00 o
2 6.00 . 2 6.00 .
%mo o 2 4.00 o
2.00 o 2.00 o
0.00 0.00
0 2 4 6 8 10 12 0 2 4 6 8 10 12
fRfEE(ng/ul) tRAEE(Ng/UL)
6B 8B
12.00 12.00
10.00 y=1.0203x-0.2713 4 10.00 y=0.961x-0.14
R?=0.9954 R?=0.9995 .
~ 8.00 s ~ 8.00 o
E} E} L
2 6.00 . 2 6.00 o
gmo e 8 4.00 o
2.00 ®o 2.00 o
0.00 0.00
0 2 4 6 8 10 12 0 2 4 6 8 10 12
tRAEE(ng/uL) AREEE(Ng/uL)
101MA 121°H
12.00 12.00
10.00 y=£),9767x-0.0333/. 10.00 y=_0,9677x-0.1007 o
R?=0.9999 R?=0.9998
~ 8.00 e ~ 8.00 s
= =
E’ 6.00 . E 6.00 .
&2 4.00 e £ 4.00 o
2.00 o 2.00 o’
0.00 0.00
0 2 4 6 8 10 12 0 2 4 6 8 10 12

tRAEE(ng/uL) ARAEE(ng/uL)
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P gpcrExEEE

Hieff NGS® Library Quantification Kit for lllumina® (Cat#12302/12307)
BEESNE
©® F~aiER

AFREFAT llumina® FEREENFXERELENEENERAANE, RUEEMFVDNAIRER. qPCR Master Mix. &
S E5IMASHRBROX, Hod, DNAMRERE SEBERRNNHB420bpHIMEDNAR RBR, KEH20pM-0.0002pM;
F 185X IRIBNGS X R L FFFIPSFIP7igit, TlRIES Rt I8RIEL T BN ESDF; qPCR MasterMix2ETFHMER
BEIRREEQPCRIER, TERRKE, FRGCHATESERADISH. BRY 8,

© FmiFR

> BEEER: BEEBIFE, RENFSERE

> ERES: REERNEEREARKE, RRCCEBHXE
> ERER: XHRPEEROX, HEPCRIESHTIREL
> PR HOREREMECY-5%

=
© Fmit®
=1}
1. BEXEEE
25
z::: Standards _;f“ e ® Standard Curve: y =-3.4904x + 8.8311
Library 7 — R?=0.9998
24000 1 i L
¥ S —— 20
22000 - Lt #r i ® Size adjusted library conentration=4.37pM
20000 [ P ll'l !
1000 ] I g
™ { K ! I,Jr / Illlll 15
n“;'i 16000 4 I| T II
3‘-,{"2’ 14000 4 { I|' y I! | o
e [ ]
12000 / fo-of / / "
10000 J -4+ IHl
8000 f I.'I / .l'f !
6000 Iy i Lo
LA oy 5
4000 f o R |
2000 A /f f‘j .-f /
o - A B
..................... 0

0 2 4 6 8 10 12 14 16 18 20 22 24 26 28 30 32 34 36 38 40 4 -4 -3 -2 -1 0 1 2

R LogoM]

B, X EY IS SRR 4

2. BRETEARGCCRENE

4000

3600

3200

2800

2400

2000

S%

1600
1200
800

400

: E2. REGCEEX EER AT BB R LIS —
60 62 64 66 68 70 72 74 76 78 80 82 84 86 88 90 92 94 96 ﬁéss%ecy}ﬁ; ¥@50%ch)§; ﬁé7o%6cy)§o

B

0




Library Quantification 38

NGS Library Selection/

Clean Beads
X FE 93 i% [ 45 1€ 85 Ik

c cGcGcCccTCGTTTTCTTG

A C T G A TOCTG T

T ¢CC A TATOCGTTT CTZ CUCA AT G GTT CAZC CTGC
AAGTAGGAAGACGTT CGTT CATTTGTG G A

AG CTTCTU CAGT T CGAAGTTT CATT CAAGSG
CcC C A G A C C AN G G GG G AN CC'TIT CG G T AN G G A
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© NGSZEFEH#IriEFiEr
%5 BEER {ER |
IE
250-350bp;
Cat#12601 350-450bp;
‘ 120 o0 “NGS DNAH ER4HL 5%
Hieff NGS® DNA Selection P -PCREMI4,
Beads (Superior AMPure XP 550-650bp; =
alternative) 650-750bp; *BSIAE R AL
750-850bp
DNAFREZ
DNAG B
Cat#12600 - *PCRFE=4 44k,
Hieff NGS® 50bp-20kb “BEFEALER
Smarter DNA +cfDNAEIK
Clean beads (50bplA k) DNAR B ‘NGSEEF#EI
Vapeic
Cat#1259®9 A
Hieff NGS® cfDNA 100-400bp -cfDNAZEL
Clean Beads (100-200bp) DNAR &
*RNAX EH7E
Cat#12602 CERRNAC
.a S RNALE, SRNAREZRZEL,
Hieff NGS® RNA Cleaner SRIMER SR
BIRNAF= #1454k,
*RNAFRIZ =441k
RNA# Bk
Cat#12603 .
. MRNAZER mRNAZ B &tk
Hieff NGS® mRNA *mRNAX E3 %2

Isolation Master Kit
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1. Hieff NGS® DNA Selection Beads (Cat#12601)

TiEERXAMPure XP
® Fmigik

Hieff NGS® DNA Selection Beads 2&FSPRI (Solid Phase Reverse Immobilization) R, RE#ONEIKEREMERE
MR E DR, TRFZANEXENZSEZERHNDNAR B EN4E, AFrRERTEREEERTE, B/ ZERN
AMPure XPE#¥ERARER, FBREWHEIXEXNGHSHEENS,

© FfER
b RIERE: MERE, SBRBFFIXPHIRTE— > BRANTT RESHREEELNR
b SREW, BESE: DWBERSIX0%, MERBRRXNEXPEE—H > BERE: FEEFHREBEER

> BASHER: RESADENEUSERREN, €8 FFPE, #EE.
gDNA. %Y. MKRE

| =
@® il
) Ny
1. BEDIERR
[bp] 0.80x 0.70x 0.60x 0.55x 0.50x 0.45x  1.0x o
0.20x 0.20x 0.20x 0.15x 0.15x 0.15% .
10380 — @ 0.80%/0.20x
7000 — s o
3000 m—— " @ 0.70%/0.20%
1000 — = Py
700 — m— . @ 0.60%/0.20x
600 — e 100 i
500 — e @ 0.55%/0.15x
400 — 80
o 60 £ f .. I @ 0.50%/0.15%
200— 0 ] @ 0.45x/0.15%
150 —
" 201 J /! | @ 1.0x
35— | "
o =t 2 - e ]

L 1 2 3 4 5 6 7 35 50 100 150 200 300 400 500 600 700 1000 2000 10380

E1. DNASIEER
INERIRRDNA Smear fragmentsiaFddH.0, EF0.80%/0.20%Z0.45%/0.15xBEERHH T Fr BRI,

2. PEBRS5AMPuUre XPEE—

AMPure XP Yeasen [FUI 0.5x/0.15x
201 " oy
7000 —— E—— E—— — — S E— -'.J
— 0.8x/0.2x Vil A
- —— 15 - ] "
e = —— A 7 oexio.2x
. — Y, ; |iaA
5M - —— 10 40 1
A = — | i \
7 S . . / i f ]
54 ! \ \ 3
18- I / AR
180 = g i
| . = g
B T e e e S e — oM e
35 ) 160 ) 260 360 460 560 ) 760 ) 20‘00 j ‘1 0:‘180 [bp]
i ] 4 ¥ &

E2. DNADIEERILE
/NERIRRDNA Smear fragmentsiaFddH:0, {88 FREBEERBE LB 1T H BRDE,
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L, B4 L b 00 W

ey g
- e
r} -W-.J-".. = m_._._

]

[T

E 3. DNAEWER LR
FFPE DNAATddH:0, EAAREHEKERBR HFI0.8xiEHTH REUW (LR YeaseniZk, L4 0EAAMPure XPHLLE)

4. DEPRAZHALENZN

pT— [ s [y ([ —
i e Ut H
! RFPEAL_ |-
™ FFPE 2 FFPE 3
i~ \ /
s MFEDNA
i E
— F L
- W !
P 1SRRI L RS | S
n e m oam me am U e mm mm et

B4. REFA (FFPET-3, MADNA) EERIE, 2EEEHHl: 0.45%/0.15%

5. B ARBRENUFRR

100 — 100 —
® Firmicules

W Bacteroidetes
B Others

80 80 o

Faecalibacterium
Pseudobulyrivibrio
Prevotella
Bacteroides
Megamonas
Subdoligranulum
Blautia
Ruminococcus

@
=]
1
@
=]
1

o
L
IS
o S
L 1

Lachnospiraceae_incertae_sedis
Megasphaera
Lachnospiraceae_uncultured
Other

IS
S
1

Relative abundance(%)
Relative abundance(%)

20 20

CK1 CK2 CK1 CK2

B5. MEMMBERFEESH
EENE—HEMRAREITS0 U LART I8, B IBFMTES ARG, ERAR#EEHTEATRE LN T,
ZERIBRENEMERZDTHENMEAMEIR (CKUAEAAMPUre XPHIER, CK2J{EF YeasentiEk) .
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FERLDNA fnA\Beads S XBeads nE ZEE

EFLERH
NAE

2. Hieff NGS® cfDNA Clean Beads(100-200bp) (Cat#12599)
BHERCIDNADRR KX ER IS H
® R

A @ cfDNARBUE PRI AR EBRgDNASRIEEME)igit, ESPRI (Solid Phase Reversible Immobilization) RIE
BEkz £, ikBufferfess. BEREFBIREINILDIELLS, TR 1ESHEY100-200bpki%100-400bpZ EIEIDNARER,
fRRARBRISHIEA,

© TR

> BRMEEN: EEEUI00-200bp/100-400bpEIDNAF R
> BEKME: DREBIEI8%

>SRN NBTEY., &R RE. NGSEES

> BREME: MROIRERESTRELRE

© Fmit%H
1. 100-200bp DNAEIK R
[FU] Farvple 4

204
_ 20 bp Bdders100 by ladder

ErEFUELES J.] |

o

T T T T T T T T T T
15 25 50 100 150 200 300 400 500 700 850 1500 [bp]

&1. 100-200bp DNAEUELRLLER
{82 R ER1L0.47%/0.33x LB 20bp ladderf1100bp lodderS bR S (AELNHEADMEHER, RENEEBEATTHEADIEEER)
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. W EIRIF100-200bpE AR EIKER S 1t

RFEESHE (FU)
DNAR BRI E ELES
R 0.47x/0.33xE4

P1 3.9 3.7 3.9 3.8 97.44%
P2 3.1 3.2 29 3.05 98.39%
P3 3.1 29 3.0 2.95 95.16%
P4 3.1 3.0 3.0 3.0 96.77%

2.100-400bp DNAEIKZIR

97.2 27.7
=
= >
785 239 b b
N ]
59.8
=) >
w w
4 o
41.0
= =
Fy o
223 1 = % =
-
| .,../\-___r'
k" _—
3.6
1 2 1 2
Migration time (min) Migration time (min)

E2. cfDNAZLRISIMNE  EFR0.4%/0.4x L BILEALCDNA,

FEZLDNA fnABeads

7

by <3
niL
E
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3. Hieff NGS® Smarter DNA Clean Beads (50bplki.E) (Cat#12600)

EEDNA= B4R
© FmiEk

A7 @ETSPRI (Solid Phase Reversible Immobilization) NREFI&E, BESIBFHNERER, TJEBIKEEESObpKIDNA
FE, HBERERSIM_RE, INTP, ENEREERSFLRE, BHSRENDNABKY,

© @R

> B FiA85%A L

> B DNAF#1A260/280=1.8-2.0

> RNFBEI: PCRFEMIZEM. BEYIFHIZEML. W PSR- EI
> FEVITHERIA: BBY). &R, REE. NCSRES

> ERREHR R SIRE M RE

© Fmit%
DNABIKRIF

AMPure XP Smarter DNA Clean

M 04K 06X 10X 143 L2X 30X 04X 06X 10x 14X 22X 30X
1500 = B
1000 -

00 = — - - n= - n. — — - —

= " —_ - — —— — e i re—

AD = — s ——

J00 ~ —

- — = == - — ————
150 - ——— St e e ey P—

1) = — — — m—

5 -
fi-—

L 1 2 3 L] 3 L] 7 a ] m n - ]

El. DNAEWBE R ELE
{ERSmarterB#EkFIAMPure XPH#ER, EARRLLAISEMA TEIUDNA Ladder,

#EIRDNA fn\Beads DB

e
EEREIR
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4. Hieff NGS® RNA Cleaner (Cat#12602)
RNAZEBE A8 2 ik

© FmiEik

Hieff NGS® RNA CleanerZFSPRIFEHIE, TIUSHERED. B FHIHERE, RESUERENRNARSE, EBT
RNAXEHEE, ERrRNAGHISRNABKRLWL, FIMERBPRNAFMAN, RNATRCMAL, SHERNAZLKSE,

© FmER

> BEE: HORMY, aRSERE

> EANT REFEREORNAZERNE

> BRE: SO, ERRNAXEERHAHAIMNERYERSE

> R R SIS E R
© FaRitE
hE LR s Bt & BT OB M@
=i EIEE (ug) E%E (ug) Bl
B1 4.357 3.635 83.43%
Yeasen b — ——
HRE C1 2.1785 1.957 89.83% Hoa— —
e R — — — . s —
D1 2.41 1.806 74.91% 1 e
% g
E1 0.999 0.706 70.67% Bl
Trizol F1 0.999 0.657 65.77% =3 e p—
G1 2.261 1.743 77.09% N . . A
E. REFARELEBXE, wUXEE: Agilent 2100 Bioanalyzer

AT 80%ZEBiki% pisiio) ® s
-
#
{E
i
A = a0 ek =

TR i IR L
" ESERIR
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5. Hieff NGS® mRNA Isolation Master Kit (Cat#12603)
S AL MRNA

© FmiEik

iZAOligo(dT)FRESEMRNALPoly(A) B, FHIEMRNAMNERNARSE LR, MANRET, TSHREIMa,
By, BR, EEHEYNARMAA[BNRNATSBESEERTENMRNA,

© FmiFs

> EME: MRNAGKTE45MINAITEAK

> BEEE: Oligo(dT) #EkF R M IRMMRNA

> RiE: BEFEMNLIRIEFE

> TIEE: FREHIMRNAZEANGS. R4MiE. RT-PCRFICDNASE

® FmiL®

MEHEURR

(FRMERAEN IR T NE FFALRRNAREAR  Hieff NGS® mRNA Isoaltion BeadsBImRNABIKERE S, rRNAKEREEELF,
ARTT

NRAFLELR
s Y?a:en s Yeasen
N* ma : N* &
w 1.04 i 101
= LR
o =
0.5 % s
00 ! ! y y 0.0 . T T T
TuB2 PPIA TRNA-188 rRNA-25S M-Actin M-Gadph rRNA-18S rRNA-28S
&. mRNA Isolation Kit# 4 REIRNAEE AR EIMRNA
BRERTEFREMRNABIKR., rRNAEXERFSRMERNAERIR
0.1-4ug Total mRNA
RNA(50uL) Capture Twice
;;E High-quality,intact total RNA Resuspended
ﬂE with the magnetic oligo-dT beads.
2
m
E
Wash
> mRNA Elution

Beads Twice
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