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2. 5FEBEL (<100x @), HEOE B FHAZR EFHES min, Tk T 2MEE EWFRER, M5 —MINA200 uL 80%Z.E2, # e B MR
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min) o N 7I52 EEXFEOE, INA21 pL ddH20, H 753 RTE, ERFHES min.
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